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HosocuGupekas o6aacts

O6mecrso ¢ OrPAaHHIEeHHON 0TBETCTBEHHOCTBIO
TIPOH3BOICTBeHHas hupma
Poccus, 630559, HosocuGupckas o6

p-n. Kosibnoso, Hay'HO-TIDOH3BOACTBeHHAs 30Ha,
ITouToBHIii aapec: 630559,
Tenedon / paxe: (383)

(383) 336-52-72 — Gyxrajrepus,

“Uecrenorarenscrnii HeHTp”
acte, HosocnGupckuii paiion,
Kopmyc 200, opuc 426

» p-I. Kosibnoso, a/s 247
336-71-32, 336-52-65, 325-30-73 — 0Tae] npoaak,

(383) 325-30-07 - MLJT

KavecrBennoe yaoctorepenne Ne 1081

BAJl Betom 1.1 /5r;Nel;mop.#1

Homep cepun: 1030620.

Mecto ot6opa: L[[1dD.
Mata ot6opa: 25.06.2020.

PRENA LA LY~

- Kem otoGpana npo6a:
10. MUsBemenue ot: 25.06.2020.

oT 02 urons 2020 1,

buosornueckn AKTHBHas no6aBka: Betom 1.1,
@opma Beimycka: TTOPOLIOK, NMAaKeT U3 TaMUHHK

Obbem naprtuu, MPEALABAseMOli Ha HenbITaHus: 59515 i,
Mata nocrynienns 8 WIBTK: 25.06.2020.

Komnuecreo nocrynusumyx 06pasuoB: 50 o6pasuos mo 5 rpamm.
nabopant O.B. Turopa,

POBaHHOM Gymaru, Macca HerTo 5 .

[ Ne Haumenosanue nokasatens Hopma no HTJJ Pesynerat ncnertanmii
n/n
14 BHewnuit Bug, user, sanax u OnHopoaHktii, CBINTYYHI MOpoLIoK CootBerctByer
BKYC Genoro ugera, 6e3 3anaxa, ciajgkoro
BKyca
2, PactBopumocTs Pactsopum B Bosie B Teuenue 10 MHHYT. | CooTBeTcTByeT
Honyckaetes nammiue Genoro ocazka,
3, pH (7,0+0,5) 6,8
4. IToteps B Macce npu
BRICYLIMBaHHUH, %, He Goee 6,0 CootsercTpyer
5 AHTarOHMCTHYECKAs aKTUBHOCTS
K TECT-KyNIbTypaM (30Ha
YTHETCHHA POCTa, MM, He MeHee)
Shigella sonnei - 32; 5,0 5
Salmonella typhimurium - 2606; 5,0 5
Staphylococcus aureus - 209; 8,0 8
Candida albicans - 620 6,0 10
6. IMomnmuuHoCTE Betom 1.1 gomken conepathk GakTepHu Cootsercrayer
Bacillus subtilis wramm BKITM B-10641
T Mukpobuonoruueckas YHCTOTa,
HalHYHe:
Enterobacteriaceae; He nomyckaercs CootBercTByer
Pseudomonas aeruginosa; He nonyckaercs CooteerctByer
Staphylococcus aureus; He nonyckaercs CootsetctByer
NOCTOPOHHHX
MHKPOOPraHH3MOB, B T.U. 1
L rpuboB, He Homnee Thic/T 300,0 CootsercTByeT
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